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Reducing 10-20 % SDS-PAGE 
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GPlba Chimera GFC Purification 



Reducing 10-20% SDS-PAGE 
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CiPIb290/2Y-lg effectively inhibits ristocetin-induced 
human platelet aggregation 




Fig 4 



Effect of GPIb290/2V-Ig in a canine coronary cyclic flow 
(Folts) model at various doses 
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